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1. ERHFmATE

1) HFREEIEEESES WB 18
< FRERRFERMER (Lysis Buffer) =
< FERER D Bl Re S XY SR B
> FEINER (Simple Western Buffer Compatibility.pdf)
< AEPAN Western R H (Loading buffer)

2) Ed BCA HFIRNEERRRE

& WRERINAE 3 po/uL SLA L, WMREELFER (WBRICE
H) , #EF LERIRE 2 ug/ul, EEEEHATER 0.5 ug/ul

> WNRHERPEE SDS, HmMATA 0.1 x Sample Buffer 71
> ProteinSimple #2{t 10 xSample Buffer, EEEHERS AL

BFKEERBNKRES{EA

> 10 xSample Buffer AJLAEIRITIE, 53579 042-195

< WNRHFREMBEINAS SDS (WIFEPBSE MR FEFE) |, M
FF 1xSample Buffer ‘RELURIEE EERISDSSEHRKRES

3) WERER, HmADERKAFE- 80 C kKEEREAITEH

4) —IHRETTIA
< {#FH ProteinSimple 1£4tAY Antibody Diluent || #EREE{FEA
< W Simple Western IIEIRITUA, SSFIHBEETEA
TUAREHERE :
https://www.bio-techne.com/cn/resources/simple-western-
antibody-database

& NREFRIN—IATETAESURER, FEiNtiRiRE+H
(datasheet) BRHEFERY Western SKRES 10 — 20 {2, BIFRis
BAH#ETF 1:1000, Abby M 1:50 - 1:100 PFERE



http://www.proteinsimple.com/antibody/antibodies.html

bietechne |

5) ZH

< B#i ProteinSimple 2A9ERM HRP Z#A anti-
Mouse/Rabbit/Goat/Human 1gG, EAZEE/EZ X/ 1IN "

< MREN—MEREATZIRF, ENEERNASUEE,
RISCAER. 41, A ProteinSimple 2189 Antibody Diluent Il #F¢
SR, 40 anti-Rat HRP 17, #E#F Abcam ab6734, 1:100 #&
B

< WREFERNTINAENASIRER, BRSEAIRISARS L
=
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2. E&ADbby

1) SCIOEAGEERIRE 18 — 24 CZa], 'BEFE 20 -60 % Zja, R
BE. BERAREEX, BHASA. KRENSEMEXRRE, B
FNABIERBFIRSLLE,

2) HORFTFH Abby, EBFXFD Compass 4,

Window Hell

o UNEREERGERE L Abby, SER © T

- WNEREEENRAEIERE L Abby, iE=TE Instrument > Connect

3) HTEEMFEIE.

< RBMAD Abby I ERRROREKE, 7], ARERBRE
AR ZEE S R, EIRRETEIER

S— - T

<+ M Instrument > Self-Test 4T Abby IHEIE, FEANER
30 oot
< BAIBENSEFEReTER, DHEBRMEAEEAYEAHE)RT
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3. #E
1) BIRERH AR B BRI TIRE

2) TELA SM-W004 #1 DM-001 96, MASCIGAIEINITE:
a) HEFKEFIEK, BHEFERE 4 CRM/MERERIE (PS-STO1-
EZ-8f1DM-001) , BHEHHPESAFIKENE;

Anti-Rabbit Detection Module
Wes, Peggy Sue, Sally Sue
#17822 xp:31- M.

140 s
(e s N 4 P,

L }oed prepuers 73

panpydok) ’_‘, ‘
0 ) ooy oy 4

protein@

Toll-free: (888) 607 9692
00

llllll

b) FIFA—RIE4KE (EZ Standard Pack 1) , EXHHEEMH 3 IREF;

—

P Tor Research Use O L4
EZ Standard Pack 1
ey

c) BArE 0.2 mL EREEIF e BFEEECLEANNE;
d) Bcdl DTT: ZEEHNEAE DTT MR, M0 40 uL XEFK, Ik
F1195;

proto‘m@
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/\
F
N
L 4

e) el 5x Master Mix (EP Loading Buffer) : ¥EiEREREME
Master Mix #37&, A1\ 20 uL DTT 8K (E—3FeH, tngRiais
TIERREE K, ALIKARE DTT) , 20 uL 10x Sample Buffer

(EEeRFER) | WiiYs;

f) Bl Ladder (BD marker, DFEfnEmR) | XKEBEHERE
#ta Ladder ¥32K, IO 20 pL BF7K, IRFTIRSIEDA], FTFHEMNA

T,
/ /\k

)
. J

) BEcHltEm:
> 1 NFLEE 3 UL & (JAANT Master Mix 89) , ATBELEE
MERTAYER R, BN 1 MNFLEE 1.5 MNMUIE, BigHERIREN
y, LATRESH 1 NMUETRENARR (FROIZFI, LfRE
FERENMBESCHEREE. BEEARRAENTUASIN G

BME) :
BERE HRER 5x Master 0.1x Sample Buffer BEARFR
(Wg/uL) | (uL) Mix_(uL) (uL) (uL)
0.2 02x45/y |09 45— (0.2x45/y)—0.9 |45
1 1x 4.5y 0.9 45— (1x45/y)—0.9 |45




h)

J)

K)
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> BECHIFAIFRBIE 95°C 4% 5 D,

> THEREBHEREE, KESE 5 o, BAERIERS R
5, BEEEL, BEKkLEER;

Bedl—#t: —¥HuA Antibody Diluent || ¥R ERFEK L5,

> BFEE 10 uL HEE—n, RIEREEIME 1-2 ML

Y

— BT R

Eodl A e/ . Lumino-S F1 Peroxide £2EX 200 pL, SRIERSR
&, BEKESE;

&

4

4

MEEIHFIZERERT, BEHEFRIFIEORIMANRA :

> ER! IERATARRERRE, IS ER, 15T, XE
LB DERIKERLT, LAIBRISE LR SIRNGRIAR
TR S8,

A1T: Al /g Ladder, 5uL, HRFL9REMm, AR 3 L
B 17: Antibody Diluent Il (3{fA#%EE&K) , F2 10 uL
C 17: C1 /9 Antibody Diluent Il, ERFLATHREII—I, 451 10

D 17: D1 3 Streptavidin-HRP, ERFL AN, 5= 10

E1T: &R, AR 15 L

=g

Fi17: &
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£9B F 1T7AI=XKITHEFEI0A 450 -500uL Wash Buffer (Wash
Buffer fTEREEBIXFIERA)

@ Biotinylated Ladder, 5 uL; Prepared Samples, 3 pL

@ Wes Antibody Diluent 2, 10 uL

@ Wes Antibody Diluent 2, 10 uL; () Primary Antibody, 10 uL
@ streptavidin-HRP, 10 pL; ) Secondary HRP Conjugate, 10 pL
() Luminol-Peroxide Mix, 15 pL

. Wash Buffer

500 puL/compartment

. 2.5 mL/row

For more consistent results, keep the lid on between
reagent additions and minimize bubble formation when
adding Wash Buffer to the troughs in the microplates.

1. Dispense reagents into the assay plate using the

Peel off immediately before volumes shown in the plate diagram.

placing in instrument 2. Centrifuge the plate for 5 minutes at 2500 rpm
(~1000 x g) at room temperature. Ensure liquid is fully
down in all wells.

) = EFEF, BFEEESE 2500 rpm  (~ 1000 g) B30 5 954,
> FR! —EENET
> R BOWIARERIS
> BUOEREHFRAILELSE
> FRUWRE 13 REME, HFIINESE 7-19 7L



4. EHIRE

1) S&ﬁ_.tﬂﬂi Compass for SW, £ File > New Assay;

) Abby - Compass for SW

Save
Save As...

File Edit Instrument Window Help
New Assay > Abby...
Open Assay > Jess...

Wes...

2) fEHRYFTE O PIGFENAYER, < OK INE;

< BUNEFRRIZEE

ZIiie (#E5F)

€ New Abby Assay

Size Range

X

Cartridge
(® 25

(®12-230kDa ()13

() 66-440 kDa
Total Protein

O RePlex

Cancel

< RIESCR AT FEFIERE Assay Type, ERIAJS Single Assay (4=
Y=g v il

< IRER BN FESEEIERE Size Range

< RIEEWEEERE FiRERIEIBIEEE Cartridge

I Protocol | k= History| = Notes

Value
> Separation Matrix
Stacking Matrix
Sample
Separation Time (min) 25.0
Separation Voltage (volts) 375
Antibody Diluent Time (min) 5.0
Primary Antibody Time (min) 300
Secondary Antibody Time (min) 300
v Detection
Well Row E1
Detection Profile HDR

10
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3) RERMRE Abby [ EEBRUIREXIE, FTFH];

4) HIFEAERES, BHEAEA Abby ;
< IR BAEREEREERNZE, F1EEREWNEAE

proteiﬁ%?mple'

- E—S—

5) BEUEIRFEE, —FRERT, —FHEHE, BIRFHRA

Abby;

{ ProteinSimple FUFMRFLLZBIRIE E—LE, MARBERILTS
B 1) SIRFREERIN—N (BRFIEK&RRI—N) BERMRRSE
IEEREMRIEE, INOAEIBIKFIALSK, 2) BERME T HT
BRAEMIR T, iLEcePiREiRItE L.

—

e - ¥
B (RS ST '
e o
I | i B, ‘V

.4}”‘
““

Wells
e N
Plate holder R
Back of Front of Back of Front of
instrument instrument instrument instrument
6) XIJ, T8%E 5 HhFI8iLE, =& Start FFIRIETT;

7) SEHRIXHEERNEESFEALS, BOARR: AN
\Compass\Runs X{43HA,

11
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5. BITIRTSFISKIREE R

1) FREizfTLAE, Compass #4<BaiE AN Run Summary RE, F

S5
7RSCIS AV IRAORT 18]

S

Assay lj Run Summary | £ Analysis

Sample Sep B 1° 27 Detect  Results
Ty Ty T & p R
|m . _ Bt ¢ 2% E ===

10:18 B5F 10:23 EF 1113 BF 1119 BF 11:56 BF 12:37 FF 1253 TF

< FHRIE1TR10 ST LIERIEBRANEAENR;

&3 Assay '2Run Summary & Analysis
E Separation |V Plot

- ARSFTLRER, ERAFT_KEKRE

b Ar.

2) SCRERIE, B, BEAEMRTFEEEF

3) X< Compass ZALFIES N,

12
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6. WHRITHT

AR EERTF Compass  (v6.1.0) RUAERRA, EaJLAMLATEE
ETEHEFIR Compass (v6.1.0) YR IBEER

http://proteinsimple.com/compass/downloads/

bio-techne' e @ ABOUT  PRODUCTS  APPLICATIONS  LEARN CONTACT  SHOP Q

Compass for SW and instrument software
downloads

Download the latest version of Compass for SW and instrument Download software and instrument user guides and release
software for use with Simple Western Systems. Please contact notes.
Tech Support to receive the appropriate embedded software that
matches the latest version of Compass. | » Compass For SW 6.1 Release Notes 2022-Jan-18
i SW5.01 tes 2020-Nov-09
» Compass for SW 6.1.0 Updating Instructions  2022-Jan-18
» Compass for SW Software User Guide (Rev |
6.1 (Windows 10 64-bit) 2022-Jan-18 2022-Jan-18
smpass for SW 5.0.1 (for NanoPro 1000, Sally Sue, & « Compass for SW User Guide (Rev C) 2020-Jul-21
gy Sue) 2020-Nov-09
User Guide (Rev A) 2021-Apr-08
= Compass for SW 5.0.1 Mac Beta (Catalina/Mojave)
2020-Nov-09 * Jess r Guide (Rev F) 2022-Jan-18

1) B

< WMRLFHERNRBRENRIZEMD, BESLEREIRE;

& mAEHN Assay FiHE, 7E Template BEEWNH IS SHMEHE
[, Name IEARBFR, Attribute IEANLIRE, ATLFIA Ctri+C #
Ctrl+V B TFLEBIFENG, LIRS Shift #1 Ctrl ELLEESZ N
#HiTiETE, EZEnTLAMN Excel EHT AN

@ Abb: W
File Fdit Instrument Window Help

[ Assay "JRun Summary i3 Analysis
Assay: Abby 7 Protocol |k History| ® Notes =a

o Add ~ Remove
=l Layout

Value

> Separation Matrix
> Stacking Matrix
> Sample

Separation Time (m 250
> Separation Voltage 375
> Antibody Diluent Ti 50
> Primary Antibody T 30.0
> Secondary Antibody 300

v Detection
Well Row E1
Detection Profile  HDR @ Well Content X
| e
E Template Attribute: [ | =8
Edit
Cancel '

13
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2) MBERIERNS:
> REHESERIEEHESTFAEZAEKIBRERN, WNRK
HARSESER, SR EEENSFEITE,;
< BIREHENSE 1kD, 29kD F1 230kD X=MHERE (1REA
12-230 kD BSFIESH) ;
< #\ Run Summary 5, 7 Separation B0 ESREAENE
BRBE=INTERE,;

= Assay ‘'2Run Summary & Analysis |
B Separation |V Plot :

230 kD —

29 kD
1kD —

< BERYIRE] Analysis 5RE], 1%E#F Standards > Single View >
Graph, MBS IREMEETSINSEMNERLER. XIERNSHE
GraphB iR Std 1, Std 29 F1 Std 230

file - Compass for SW =] X

S Assay “BRun Summary | &5 Analysis

Abb
ile E
s =
@ & Graph|#image B3 Lane Figure-1 s = & Analysis Options o Annotations
Sam.. c B
Bio.
m i P1 |High Dynamic Range 4.0
" . |‘ . P2 High Dynamic Range 4.0
M.. Peak Names
M. R.
M.. | "
M GAR jame
M | MW
M. SAR.. 1 ‘ ‘ Colo
M.. GFA GAR. 1M Capr
M. GFA. GAR. 12 |
M.. GFA.. GAR.. 13 i
He. Erkl GAR.. 14 |
He.. Erkl GAR, 15
He. Erkl GAR. 16 " |
He.. Erkl GAR.. 17 w ‘
He. Erkl GAR.. 18 ol — -
He.. Erkl GAR. 19 0 £ o o
He. Erkl  GAR.. 20
He. Bkl GAR.. 21 S
¥ He... Erl GAR 22 -
oHe. Erkl GAR. 23 L P‘I P]';"I"W '1';!‘;’1
@ He.. Erl GAR.. 24 " 2 3018 152
He. Erkl GAR.. 25

Hl 3 5349 164

> NRBIEMER, EERNEESEERaRELEER, RS
¥E4F Force Standard EiR1E, WNERIKRIEHSE, FIERE Clear All P&
SEARE;
14



@ Abby_annotation_training_file - Compass for SW
File Edit View Instrument Window Help
=0

Standards = Samples

bietechne

a

= Assay “2Run Summary

= Experiment 1% Graph #Image E Lane Figure-1 fE == &* Analysis Options o Annotations.
Sam... Prim.. Seco.. C.. o L Images %
Bio.. Anti.. Stre.. 1 ) 1
M.. |GFA.. |GAR.. |2 ot P1 High Dynamic Range 4.0 v
M. GFA.. GAR.. 3 w
M.. GFA.. GAR. 4 180 P2 High Dynamic Range 4.0 =
M.. GFA.. GAR.. 5 I
M.. GFA.. GAR.. 6 v Peak Names .
M. GFA.. GAR.. 7 ‘
M. GFA. GAR. 8 b
M.. GFA.. GAR.. 9 | Mw
M. GFA.. GAR.. 10 Color
M.. GFA.. GAR.. 11 J Cops
M.. GFA.. GAR.. 12 ‘
M.. GFA.. GAR.. 13 . | :
He.. Erkl  GAR.. 14 - |
He.. Erkl GAR. 15 3 /
He.. Erkl GAR.. 16 " | s
He.. Erkl GAR.. 17 » | A
He.. Erkl GAR.. 18 oL e o Zoom Out L I\
He.. Erkl GAR.. 19 goB oW om oW om oo W oo a = s Force Standard » s
He.. Erkl GAR.. 20 e e g |
He_ Eridl | GAR. |21 12 Peaks | Capillaries. Clear All |
@He.. Erdl | GAR.. |22 Sample  Pri. Cap Pe. Posil. Heig :
@He|Erkl | GAR |23 sBiot.la.. Ant. P11 1 1611 1831 e
@ He.. k1 | GAR.. | 24 sBiotla. Ant. P11 2 3018 152
He-. Bkt | GAR-. | 25 sBiot. la.. Ant. P1:1 3 5349 164
== =1\ P4 %‘%M{i—l:l Egﬁ
. — =
< NG 1kD BSRERSERES R

3) t&&ELadder:

< 1%#%R Samples > Ladder, 1&E Ladder i 6 M& (12kD, 40kD,
66kD, 116kD, 180kD F 230kD; {XLA 12-230 kD BYiHIEN

Bl) D FERSDIER, IER

€ Abby_annotation_training_file - Compass for SW
File Edit View Instrument Window Help
.

Standards | = Samples

™ Experiment ! 1 Graph # Image [ Lane Figure-1

Sam, Seco.. C.. o an
4 Bio... Stre.. 1 000 .
M... GAR.. 2 o)
M.. . GAR. 3 o=
M . GAR.. 4 e
M . GAR.. § 1 0o
110
M... . GAR.. 6 e
aM.. . GAR. 7 2 o
M GAR.. 8 § g A
M. . GAR. 9 § 1zom
M... . GAR.. 10 i
aM.. . GAR. 11 i
M... . GAR.. 12 °
M.. . GAR.. 13
GAR.. 14
GAR.. 15
GAR.. 16
GAR.. 17
GAR.. 18
GAR.. 19 i
GAR.. 20
f:i i; i Peaks| 71 Capillaries
e He GAR.. 24 . .
e GAR. |25 Biot.La.. Ant.. P11 2 Ld
Biot. La.. Ant.. P11 3 Ldi
Biot.la.. Ant.. P11 4 Ld
Biot. la.. Ant.. P11 5 Ld
Biot.la.. Ant.. P11 6 Ld

<>

5 ESN AR

S Assay “2Run Summary

T == & Analysis Options & Annotations
! Images z
L 40 Ldr 86 Lir 116 Ldr 180 L 230
P1 High Dynamic Range 4.0 v
P2 High Dynamic Range 4.0 v
Peak Names *
RS-
A \ A Name ¥
Mw
Color
Caps
|
/]
|
- -
wr = e T =
w sl
a.. Posit.. MW Heig Area % Ar.. Corr.. Width S/N Baseli..
r 242 12 1378.. 1977 135 58. 16
r 358 40 1393.. 2071. 140 59. 16
. 432 66 2058.. 2245.. 10.2 87.. 16
r 473 116 1461.. 1874.. 120 62. 16
r.. 514 180 8356.. 1830.. 206 35.. 1.6
r.. 537 230 1443. 1848. 120 61. 16

WNER Ladder D FEALEM, WABEFIFA Ladder RitEDFE,

BILAfE Edit > Analysis... > Ladder Capillary EEEI&ZEL None, X

HREmAEY

KIASKITEDF

LadderittEDFE, MEKESHEBHAERRY

=

i==H

1

15
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@ Analysis: Abby_annotation_training_file ] X
| Standards Ladders
Ladders
Images Ladder
Normalization Capillary:|1 >
v Peak Names
None
Standard Curves 1
€ Abby annotation training file - Compass for SW . L”idi"‘? Controls ;
= - - eak Fit
File Edit View Instrument Window Help Lane Contrast 4
- Signal to Noise 3
|
HE=) | Cut | Advanced g
B Ex Copy Ctrl+C = O Graph B 8
— 9
Sarr Paste Ctrl+V 2tlo0g 10
H n
& A
Bi Analysis... .00 12
M 22,000| 13
Preferences 21,000 14
Mo R . s
Add |16
nz
18
19
20
21
| |22
23
Import... Export... 24 Cancel
25

4) MBERER:
& T RSB EA T LABEEGRAIEER;

< SEEFEAM Analysis Options>Images BRiEIEAREY YA (3
Edit > Analysis... > Images ) , ENEEEERNSINE, =
/DRF20 (SIN BEAHEF) |, EAOALER HDR 1&2;

f 8 =1 7 0|3 Analysis Options & Annotations
@ Analysis: Abby _annotation_training_file O X Images
Standards Images
ILadders 5 P1 High Dynamic Range 4.0 v
mages robe 1
Normalization P2 High Dynamic Range 4.0 v
Chemiluminescence  High Dynamic Range 4.0 M
v Peak Names Peak Names
Standard Curves Probe 2
LoacAhng Controls Chemiluminescence High Dynamic Range 4.0 v Name G
Peak Fit
Lane Contrast MW
Signal to Noise Color
Advanced c
aps
< >
Import... Export... OK Cancel Apply

- MBEUEAGESEE¥N, Sample>Graph>Graph
Options...>All Exposures, 2s ZS{5SME#EIT10%, ESEIT
3075, WITEFR~, BNHREMER, LIRERACEIER;

16



bietechne |

{ E Baseline FBId B HIESRI20%E10000, #{LHLLT;

li= Graph #Image|E Lane Figure-1 8

=
7
=

nnnnnn
zzzzzz

Matching Peak Names
v Peak Names
v Peak Values

NN

uuuuuu

Fitted Peaks
Baseline Fit

Fl

Noise Region
= All Exposures
[] # Grid Lines

Cheniluninescence

Independent Probe Scales
Plot Label

Sample [ ]Attribute
Primary  []Attribute
g Secondary [ ] Attribute

[ ] Capillary Exposure

T
v

m (kDa)
= Peaks| i Capillaries
Sample Pri.. Cap Pe.. Na.. Posit. MW .. Height| Area % Ar.. Corr. .. Width S/N Baseline
Hela 0.1 Erkl PT.. 1 Erk 369 A7 16200.1 | 1750.. 100.0 1750... 10.1 2258 14021

5) HIESTEM, ALNERSHIEES, Image FRHEiEF
“Show All Image” EERASHILIEGE, WTEFR:

I Graph %1 Image | Lane Bz|= O
He.. Rab.. Stell.. 22 oy T—

He.. Rab.. Stell.. 23
He.. Rab.. Stell.. 24
% He.. Rab.. Stell.. 25

Peak Warning: Saturated Signals

6) HIESH:
< EAM Analysis Options>Peak Names BEIZEEEEND F2
(FFEMRIE Abby FRHRAIDFEIRE) . =iz Name T
TETSLIERR Create, REMNEELR, EEE MW BINEER
2FE, £ Channel {biEIREE ((KF&E) , 7 Color 1%&#Z40
ERNEE, £ Caps MANMAREEEHNEME (WFENHERY
EMERFIREE"THE, WimA2-25) , AERE A

Create,
17



Chemi luninescence

bietechne

MGraphl Image‘ Lane‘Figuref1| TE|=_ ¢ = 0 [ Analysis Options| & Annotations = =
14

20,000 Exk (] g ES
19,000 =
e P1 |High Dynamic Range 4.0 v ‘
17,000
16,000 e 01 P2 |High Dynamic Range 4.0 v ‘
15,000, Erki
14,000 - Peak Names
13,000 Exposure: CHEMT Pi HDR4
12,000 Name ‘ V‘
11,000 o ‘ ‘
10,000
9,000 Color ‘ ‘
8,000 Caps ‘ ‘
7,000 -
A Modify
5,000
4,000
3,000
2,000
1,000 T —

0

1
W (kDa)
Peak Names 2 Peak Names 2
Name | Name |H¢4/ v|

MW Erk1
|[New]
Color

Caps [

|

Create

MW |47

|

Caps |1:14-25,2:14-25 ]

Modify

< tRJLATE Edit>Analysis...>Peak Names B Apply Setting &,
Apply To XEE THIEEL, REEIE Assay BHWME 7 —HH&A

Bl LA e EEH D FEN

RN T ZEER—naFl L. =& Apply MAIREARGRE OK

R, XESBEHEMNAYEEDR,

B,

€ Abby _annotation_training_file - Compass for SW
File Edit Instrument Window Help

Run: Abby_annotation_training_file

" Protocol & History ® Notes

- X

i Assay “'2Run Summary @ Analysis

=0

& Add = Remowe

) Layout X
Probe 1 Probe 2 A
=2 » Separation Matrix
e » Stacking Matrix
OO0 > Sample
== e Separation Time (min) 250
;_ » Separation Voltage (volts) 375 -
" > RePlex Purge Time (min) - 300
= > Biotin Labeling Time (min) 300 =|
b T > Antibody Diluent Time (min) 50
nl—l > Primary Antibody Time (min) 300
= » Secondary Antibody Time (min) 300 —|
vl: » Total Protein HRP Time {min) = 300
. ~ Detection
Well Row. nn M
ETemplate =0
Ediit
~

protein@



@

Standards Peak Fit
Ladders
Images Analysis Groups Analysis Groups: fit
Normalization fit Range
v Peak Names Minimum
Standard Curves
Loading Controls Maximum
Peak Fit View
Lane Contrast Add | Remove Tonat
Signal to Noise cEEhs
Advanced Apply Default: Threshold
fit ~ | Window
Apply Override: Stiffness
Apply To  Group Peak Find
Biot. Ladw v it Threshold
Width

Area Calculation

Remove

Hela 0.04
0.1 mg/ml
Import... Expo|0.08 mg/ml oK
0.06 mg/ml v

$ HERPEERNEFESENEE Graph E,
Capillaries, XBEESBREEHRS
K Ctrl+A 35 Capillaries BEIEBESZR %S,

Excel .

Standards | = Samples = = | @

= Experiment 4 Graph {8 image [ Lane Figure-1

Sam.. Prim.. Seco.. C.. o 14, 15, 16, 17, 18, 19, 20, 21, 22, 23, 24, 28 )
4 Bio.. Anti.. Stre.. 1 | ol 0.1

M.. GFA. GAR.. 2 p———————— 74})\— — T
M.. GFA. GAR.. 3 [yl — 1

M.. GFA. GAR.. 4 0,0 we oo
M.. GFA. GAR.. § = —
M.. GFA. GAR.. 6 [ I o s _ e
&4M.. GFA. GAR. 7 1 oo a0t
M.. GFA. GAR.. 8 =
M.. GFA. GAR.. 9  J I/ -

M.. GFA. GAR.. 10 T oo

aM.. GFA. GAR.. 11 20,000 —

M.. GFA. GAR.. 12 o)

M.. GFA. GAR.. 13 W oo

He.. Erkl GAR.. 14 20,000 — Bebi
He.. Erkl GAR.. 15 1 0.0 0
He.. Erkl GAR.. 16 g e
He.. Erkl GAR.. 17 . "
He.. Erkl GAR.. 18 Jom ta 0,08
He.. Erkl GAR.. 19 5z — w = i o
He.. Erkl GAR.. 20 2 w G0a)

iE Peaks i Capillaries

OHe. Erkl GAR.. 24 Sample Pri... Capillary’ Erk1
He.. Erkl GAR.. 25 Hela 0.1 Erk1 P1:14 | 175025.8
Hela0.08 Erkl P1:15 1259060

Hela 0.06 Erkl P1:16 | 94606.0

Hela 0.04 Erkl P1:17 53646.6

Hela 0.1 Erk1 P1:18 | 147941.6

Hela 0.08 Erkl P1:19 | 1284881

7) FERIEEE

< mRds Lane IR EISRE,

19

Cancel

Gaussian Fit b

Apply

XAHEIER
SR E(E (Area) , &EEJLA
RIEEFIFNETE

=i Assay ZRun Summary gk Analysls
< Analysis Options B Annotations

Images -

P1 High Dynamic Range 4.0 >
P2 High Dynamic Range 4.0 ~

Peak Names B

Name "
MW
Color

Caps

Area % Area Corr. Area °

~

gL AT View All £28i%H:
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= Standards Z=Samples | = = @
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IR Es
12-230 kDa Separation Module, 2 x 13 capillary cartridges SM-W001
12-230 kDa Separation Module, 8 x 13 capillary cartridges SM-W002
12-230 kDa Separation Module, 2 x 25 capillary cartridges SM-W003
12-230 kDa Separation Module, 8 x 25 capillary cartridges SM-W004
66-440 kDa Separation Module, 2 x 13 capillary cartridges SM-WO005
66-440 kDa Separation Module, 8 x 13 capillary cartridges SM-WO006
66-440 kDa Separation Module, 2 x 25 capillary cartridges SM-WO007
66-440 kDa Separation Module, 8 x 25 capillary cartridges SM-WO008
2-40 kDa Separation Module, 2 x 13 capillary cartridges SM-WO009
2-40 kDa Separation Module, 8 x 13 capillary cartridges SM-WO010
2-40 kDa Separation Module, 2 x 25 capillary cartridges SM-W011
2-40 kDa Separation Module, 8 x 25 capillary cartridges SM-W012
12-230 kDa Fluorescence Separation Module, 8x13 capillary cartridges SM-FLOO1
66-440 kDa Fluorescence Separation Module, 8x13 capillary cartridges SM-FL002
2-40 kDa Fluorescence Separation Module, 8x13 capillary cartridges SM-FL003
12-230 kDa Fluorescence Separation Module, 8x25 capillary cartridges SM-FL004
66-440 kDa Fluorescence Separation Module, 8x25 capillary cartridges SM-FLO005
2-40 kDa Fluorescence Separation Module, 8x25 capillary cartridges SM-FLO06
Anti-Rabbit Detection Module DM-001
Anti-Mouse Detection Module DM-002
No Secondary Detection Module DM-003
Biotin Detection Module DM-004
Anti-Human IgG Detection Module DM-005
Anti-Goat Detection Module DM-006
Anti-Rabbit NIR Detection Module DM-007
Anti-Rabbit IR Detection Module DM-008
Anti-Mouse NIR Detection Module DM-009
Anti-Mouse IR Detection Module DM-010
';g;lygrotein Detection Module for Chemiluminescence based total protein DM-TPO1
Protein Normalization Module for Fluorescence-based total protein assays DM-PNO2
Stellar Anti-Rabbit IR Detection Module DM-013
Stellar Anti-Rabbit NIR Detection Module DM-014
Stellar Anti-Mouse IR Detection Module DM-015
Stellar Anti-Mouse NIR Detection Module DM-016
Stellar Total Protein Detection Module DM-TPO03
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EZ Standard Pack 1 12-230 kDa PS-STO1EZ-8
EZ Standard Pack 2 12-230 kDa PS-ST02EZ-8
EZ Standard Pack 3 66-440 kDa PS-STO3EZ-8
EZ Standard Pack 4 66-440 kDa PS-STO4EZ-8
EZ Standard Pack 5 2-40 kDa PS-STO5EZ-8
Fluorescent 5x Master Mix 1 PS-FLO1-8
Fluorescent 5x Master Mix 3 PS-FLO3-8
Fluorescent 5x Master Mix 5 PS-FLO5-8
Total Protein Streptavidin-HRP 042-976
Streptavidin-HRP 042-414
Streptavidin-NIR 043-816
Sample Buffer 042-195
Anti-Rabbit Secondary HRP Antibody 042-206
Anti-Rabbit Secondary NIR Antibody 043-819
Anti-Rabbit Secondary IR Antibody 043-820
20X Anti-Rabbit HRP Conjugate 043-426
Anti-Mouse Secondary HRP Antibody 042-205
Anti-Mouse Secondary NIR Antibody 043-821
Anti-Mouse Secondary IR Antibody 043-822
Antibody Diluent 2 042-203
10X System Control Primary Antibody-Rabbit for Chemiluminescence 042-196
10X System Control Primary Antibody-Mouse for Chemiluminescence 042-191
Wash Buffer 042-202
Chemiluminescent Substrate PS-CS01
ERK1 Primary Antibody for Size Assays 042-486
Hela Lysate Controls 042-488
Luminol-S 043-311
Peroxide 043-379
Anti-Goat Secondary HRP Antibody 043-522-2
Anti-Human IgG Secondary HRP Antibody 043-491-2
Secondary Streptavidin-HRP 043-459-2
Milk-free Antibody Diluent 043-524
12-230 kDa Pre-filled Plates PS-PP03
66-440 kDa Pre-filled Plates PS-PP0O4
2-40 kDa Pre-filled Plates PS-PP0O5
25-Capillary cartridges for Size based Separation PS-CCO1
13-Capillary cartridges for Size based Separation PS-CC02
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